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Abstract

In the present study for evaluation of genetic variability within and between Iranian native
fowls, thi rtg nine blood samples were randomly collected from native fowls breeding stations of
west Azarbayjan, Khorasan, Fars, Mazandaran, Yazd and Esfahan provinces. Inorder to
compare the obtained results with other  Asian, African and European breeds the D-loop
sequences of mMtDNA taken from GenBank. Total DNA of the samples was extracted by saltinc};
out procedure and was used as a template for amplification and sequencing of D-loop region o
mtDNA. Sequence analysis of the 1231-2 bp D-loop region in all samples revealed atotal of 16
haplotypes with 14 polymorphic sites. Analysis of molecular variance (AMOVA) was carried
out based on Kimura method .The Fixation index vaues using kimura-2 parameter method
ranged from -0.157 to 0.37763. The variation within and between the populations was estimate
as (81.05 and 18.95, r ec'uvesle/ . The genetic distance between Esfahan and West
Azarbayejan, Esfahan and Fars, Esfahan and Khorasan, Esfahan and Mazandaran, Esfahan and
Yazd, Fars and khorasan, Fars and Y azd populéations were significantly different (p<0/05). The
genetic distance was dtatistically significant (P<0.05) between Esfahan and all other
populations. The result obtained in the present study showed an acceptable genetic variation in
Iranian native chicken and according to the phylogenic tree, based on obtained haplotypes the
Iranian breeds was clustred in haplogroup A (Japanese native, white leghorn, Rhode Island
Red{(, haplogroup E (middle east and eruption chicken) and haplo%_roup C(African native
chicken). AlSo in order to these results the Iranian native fowls like China, Japan, Middle east
and African local fowls originated from Southeast Asia and Indian subcontinent then from this
ancient way of Iran may probably extended and introduced to the western world.

Keywords: Genetic diversity, Genetic distance, Iranian native chickens, mtDNA, Phylogenic


http://dx.doi.org/10.29252/rap.8.17.140
https://rap.sanru.ac.ir/article-1-861-en.html
http://www.tcpdf.org

