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Table 5. The indexes of genetic variation of nucleotide sequencing in four loci gene related to immune traits in pure
Sistani breed and its crosses with Montbiliarde

K Eta Pi Hd H s o5
WA/RY \ay -I\o N v ay cCLs
A VA ¥ -Is5 v V4 RGSL
/vy e .Y .I55 v ¥ CXCR4
YON/EF YAAA Iy .I55 v YARA VWF

(5985 2],519) LaisS b Cumex (ym WaaioilS'es gl Kila yiga JS sl (Eta (s0598lS'e5 £435 P (cidshly g4 HA e aighls sl :H o ISSnin oSl slas :S


http://dx.doi.org/10.52547/rap.12.31.134
https://dor.isc.ac/dor/20.1001.1.22518622.1400.12.31.12.3
https://rap.sanru.ac.ir/article-1-1117-fa.html

[ Downloaded from rap.sanru.ac.ir on 2025-08-24 ]

[ DOR: 20.1001.1.22518622.1400.12.31.12.3 ]

[ DOI: 10.52547/rap.12.31.134 ]

A& 2)likacise 5 Gl 4l 5 (alls ol lagls o (steal gsly b baye (slayf (S5 glis U]

Jgi 5 SasS isu & oh yli mls .5e CXCRA
oximd Lt yol ol & sl oad cblis HsShe o
@ gl pogisis grizmen 9 o) onl Vb (SSan
Rl g & 03 e g gly Ol
23,5 o0 ol e gladSlas (piomen 5 > Sy

)90 LS‘J"’C); o dslas u>|9’ 4350 Lghzua.&hf)

5 s aiSeol 5 o2l a5 lagls Curen oy ddlllas
L5>‘9" My Gl 00 431)] 4 Jﬁ.b » D)uuwyo 9
5 CXCR4 RGS1 CCL5 55 solSls 50 ouss clsles

Ry 9 opyieS el Cawdds (V) 9 0 V) cus 5 VWF
GVWE clac 4 bgyye clilis Jsb 5 cblis aliul o

blocige b o)l aisuel 5 (Sl Lalls 35 )3 el Slio b bpe 55 oKl Hlae o cbilis bl 455 cla wdls =5 Joi
Table 6. The indexes of conserved regions of four loci gene related to immune traits in pure Sistani breed and its

crosseswith Montbiliarde
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Figure 2. Phylogenetic tree of nucleotide sequences of four loci gene related to immune traits in pure Sistani breed
and its crosses with Montbeliarde
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Abstract

Mutations during gene sequencing lead to nucleotide changes, resulting in new function in
gene. The aim of the present study was to evaluate the genetic diversity and analysis the reasons
for the differential expression of immune-related genes between the two populations of purebred
and crossbreed Sistani and Montebeliarde cows. In this study, the results of the analysis of
differential expression among the population of purebred and crossbreed Sistani and
Montebeliarde cows using RNA-Seq data were used for genetic analysis and phylogenetic tree
mapping. Clustal W nucleotide sequences were aligned using the MegaAlign software, and the
phylogenetic tree and matrix of differences and similarities of the sequences were plotted.
Based on the results of this study, the mean difference between nucleotides (nucleotide
divergence) and the total number of mutations for the studied genes among purebred and
crossbreed Sistani and Montebeliarde populations were in the range (2598-1869) and (3898-74)
. Also, conserved regions make up a small part of the sequence of genes studied, indicating a
high polymorphism of these genes and their susceptibility to nucleotide changes and mutations.
The results of the phylogenetic tree for the nucleotide sequence of the studied genes showed that
there is genetic diversity and divergence in the studied genes among purebred and crossbreed
Sistani and Montebilliard and Indicus populations. The numerical value of the dy/ds ratio for the
studied genes indicated the positive selection for these genes.
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