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banding patterns

A

S _ —

WY o)w ..\.u}flfy C«u&}o i 9“\' C.M’.B}O = AR L.,a.d}a | A.S; U’)ﬂ » 045 &L&AL.A:A dllb M’" > -y Ji.«;
Figure 2. Identified mutations from exon 1. A: site 30, B: site 90 and G: site 121

wlobs gl le 1 (V) s> puis |y o] 5 Slee P o 9 odd olels cbies le
Cud 0 SOl > KPL62005 Lol S LA ol oas 9551 0auSsS sl po (¥ US3) Ae 5 ¥ (slacasbye
O o ol JIg b bagsilS s g dulie ¢ pioan S S 5l onds gliwl slaaiel sl g ord &Bly S
» eiislSs 5 gbdl Sy (SBATABL ) FSHB  sbhie olis & 3g ey ciliiee sl clasisilSs
sp00 wlolis (110 AToACT) siSiSpd anl  Ligs oy a,8] il Sisels g5 5l baias o
(Y dee)  slpie Ll andies i 1) SS9 al JIg (gals

Sy ST o iS5 i oSV o 3558 5 slaiar YV Jy
Table 2. The nucleotide mutations between seven different amplified banding patterns by primer 1

SSCP lagsll 5~ 3wl y slaJly
30 0 110 121

647451 CACCATCACC TGCAGGCTAT GGGTAGGCAL TTTGCTTTGC — TGGAAGTGAG ~ ACT
1 C -G T c G c T c C G  AC
2 ¢ T T G c T c T G AC
3 c T N G c T ¢ N G AC-
4 Commr T N G c T c T G AC
5 ¢ T N G ¢ T ¢ N G AC
6 C T N G c T c N G AC
7 c T T G c T c T G AC

123 o 5 Ty i ol aoslod



‘A o WS )3 ljgliay o LFSHB (o aw 5 Sy 09551 M sla 8 sz b))

s ol Bl e (Y Jpiz) smae )5 5 o
24 29 (P <) Jlogne pg> 055 )3 (aljg x> L
Iy (VAA) oy dlaws oy i B (660 A (665 b dulin
ool oy olaws o eS B 66U A g6l g 0l LS
AWM B gl (663 s (Jg oy [olaid] 05 oy oS

(¥ Jgiz) cails (i 8y 6L ()l gime

il 3,90 lies b i b
L (G g F)oXIl g3 dmodly oo g ayjo0 dlspo o
Sad Bl LT aebl 5l (eanlie ) oS b gl
dallas 3j50 Slas b odd oLl (slagSI bl )y
(P <+/0) (o) szo yobo &y dalllas 5yg0 4l &S 2l LS
oS5 ¥ Job j0 1y oy slaws ke 5 oy IS olass

ligh iz sl il ilisee slagSIl Slasyo Jilus (1 Sle VS5
Table 3. Least squares means for litter size of different banding patterns
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Abstract

This research was conducted to find association of genetic variation in exon 1 and 3 of the
follicle stimulating hormone beta (FSHB) subunit gene and litter size in Baluchi sheep. DNA
was extracted using modified salting out method and polymerase chain reaction was used to
amplify afragment of 220 bp of exon 1 and a fragment of 427 bp of exon 3 along with a part of
intron 2. Two methods of PCR-SSCP and DNA sequencing were used for identification the
different genotypes, While no polymorphism was found for exon 3, the present study identified
3 novel nucleotide polymorphisms in exon 1 of ovine FSHB gene, resulted 7 banding patterns
which significantly influenced total and average number of labs across al parties. Results also
showed significant association (p<0.05) of polymorphism in exon 1 with litter size for parity 2
in away that pattern E had the most phenotype (1.88) compared with pattern A as reference
while the less phenotype was detected for pattern B. These results showed the potentia
usefulness of this gene in marker-assisted selection for sheep breeding.
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