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Table 1. Descriptive statistics of fat tail dimensions and weights in Lori-Bakhtiari sheep breed
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Figure 1. SSCP banding pattern for VDAC1 genein Zel and Lori-Bakhtiari sheep breeds
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Figure 2. SSCP banding patterns for SEC24A genein Zel and Lori-Bakhtiari sheep breeds

ey JgpuslS s (1392 Y b by slagslon 500
sl alllas ) & Lol ) b o) 4 deg b oS
g lio b ol bls)l g o ol IS8 0 390 5 asllla
b (Wl g 38lge slaingh il 48> by Shy
425 53 g Wb dgge iagR nl ) ool Cunts @l
» o Qg.\ &5 L‘)g.‘ 4 g L css O\y‘uo f_uL.: Oi‘
5 e bwg o lperd (515 sl gdilate
S o5 s olyie 4 Slgie o L5 (V) oylSan
5 05 ol O (Siwgw D939 500 Jleis] s il sdes
P e Clie p fee oad Bl cLQTL

(W) 28bioe o5 ol (K025

a3 oo i 485 g0 sl 5 (oo (59, & (ST
wiile oS Sn gl SEC o shedlgls jl plS ya
Gl sl 5l 45 039 S ¥ (glls SEC24A -5 M
153,85 )5S (8) ) 5 o (F) Whoss e gols]
sl & o My (hgels SEC24A (5 L slahge
Shoy YO ials b jige cpl o bl o sl by
igels dawly 4 1pj ad saalie o3 JoytulS aw
Ofgn JB g o> g ola 2B gl of ol s
oo oxiSelas o PCKO pb 4 )% (e85
Saglse 1y 0 ol ol 395 adliee 0o Jgiads
9 09 Jols gaw (38l sy osill Sloy Jousily

ol (6 AP WhgS > 4> (sla Sy p SEC24A (5 (sl (548 4w Sl (£SE) luye Jolis :0ke (aumlio —0 Jga
Table 5. Least S%Jar&s means (xse) for the effect of three banding patterns of SEC24A gene on fat-tail characteristics

in Lori-Bakhtiari sheep
[¢ B A — b oS cin
AR SYIN £ <A VSRR (em) as> YU basxo
OVIYAE /A OF/FP .Y ov/Y £ .5 (em) 453 b e
YAIS2 o[ Yv/oP £ /¥ YSIYC £ . /¥ (cm) ass glis)|
¥/AE L F/oP £ -/ ¥IYC /N (kg) 455 359

OO 1y 9 o0 483 Mo yd 9 ABY (02 Mo)d o pw 4BY
SNP s 2929 jl 35 (A) gllSen 5 olsS s 0,8
P opd o b Yl Shan | S0
5303 45 NissS X pajsns,S DVFAYSYD S5 Conbgo
Slolys a8 sy lis PCR-SSCP g, b (udiiee oyl
» C YL gl g sbass olaaws » T JI
Lz 39y > o ol T olSols )3 asd (g liidwsS
il e ol ol > IS
P o n oS 20,8 (WIS (VF) olen 5 5
5 DAOVIVEY sla IS jo oas S SNP g3 4 ad
453 gl g )lad ldwsS X pojges S il OIANYOAS
5 DWVIVEY ol 0 TT s )b 2oy (Siwnod

Canl ()l o ime gl pic oimd Lt Cind)y yb )3 dliie by >

53V e 555 IS () e 5 <S5

Carwell ;o (Callipyge) CLPG j 4 ol oo dlox
0355 lalfl ceely a5 5)5" o)Ll WidwsS VA piges)S (55,
OF e Hgd (0 ABY o alS y SMae
p&b Sy O)Lmﬁ P9}9‘°9)§ <9 Double MU&:“ng
SLQTL 2529 (e (] 900 (SHae By pn
als el &S A F T lapgisng S 59y 6N
2l 1) Wgd o (e 43y Gl g cudy 5 o4 2
Ap G a8 JUs olp o (V) ohlen 5 )05, 38
05 MW CusBgo ;3 SNP S dgpg cunl Sl jloais
O3y GHIB el 45 1y G A iyl 5 it 5

1- Proprotein convertase subtilisin/kexin type 9


http://dx.doi.org/10.29252/rap.8.17.99
http://rap.sanru.ac.ir/article-1-872-en.html

[ Downloaded from rap.sanru.ac.ir on 2026-02-06 ]

[ DOI: 10.29252/rap.8.17.99 ]

V¥ o)Lm;‘: |D9)'9A9)5 )‘ (pRTuie 095t )d d5d Slaw 2 5o lay 8 dl.k:u) adllas

oy gl gyl dlE (Y JSS) 0 C sl g6 Oleie & X poiges,S 51 QANYOAS oSl )3 GG (g
9 YAO FAD 554 C 4 B A E;J;h YU N e g M odalde add o B Sy Gl
Jolos 31 29 4l ize g3 0gMe tol Cawd 4y duo j3 VY gl jo8g aS” Jbass slasly 0 TA 5 CA slacolshla
U s> Gl Shg p oy (Bolad Jlg gz g pw el OWlae 35 (W) phles 5 gle ad SIS TA
4 b me g Cute b Sy opl p B9 b gl CudS ouiS JyuS slay; wlobs gl |, GWAS
ods &) & Jga o ol mols a8 (P <o/e+)) dol cowd pbol 1)y 30 oSl dbgme oy 9 Mg CubeS
ol W Slo 2 W80 e 55 WY adlas pl o
A el oSl ags gl (el Jods 4 agi b Mopd g (59 CubgS by cdimw dlac SMac 5D
B il 5 g Jlde VL Gl oKl oyl A ol oS dbgee oy
poi b JIg Syt Bl [ 1y e (pyieS 4 by 65k i YA addad 125 5l iaggy 5
9 DNA udygo (b o byl (8l 5 (glasyjo Sl 35 SARIB (5 ) o)led gyl jl (odsu 9 ) o)lasd 195]
O 0 &iddem pole ©ladS pete 3l oS Olo a8 ol lis SSCP g,y 1 eolawwl b o jge3l o plowl
O g u;bc\w.ﬁ; L,’Sw.)) )5)& Ql)l}m 09:5‘5 Cawl ol Cowllaass 453]}3 &S g laso 3y .>|}"J » Kl O.‘-‘
losds 2y date sl (gl &S Cunl o cadS QTL P 9CoaB A il oSIY gyl o (Y SE) g0 by
S uhb g IS8 SO ] sy ek dlp aST 5 0l

A B c

ol d)J 9 (‘\“‘ sdalis C d?ﬂl l""7-‘3) Jj 3‘35 93> SARIB Lﬁlﬁ ol oanlis (sl dL“?i” al Js“"
(.\,..: odalie d»b ‘_59§J| dw y
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Abstract

Meat quality and carcass com]position are the most important economic traits in sheep. Body
fat and fat-tail are key factors affecting carcass quality and meat production in each breed, and
mutations in sequences of the genes that control these traits can affect the animal performance
and therefore the breeding value. The aim of this study was to investigate the polymorphism in
some regions of SAR1B, SEC24A and VDAC1 genes in candidate %enomic regions for fat traits
on ovine chromosome 5. Blood samples were collected randomly from 300 Lori-Bakhtiari and
100 Mazandaran sheep and DNA was extracted using modified salting out method. Polymerase
chain reaction (PCR) was Tperformed for amplification of 478, 579 and 348 bp fragments of
studied genes using specific primer pairs and genotyping of samples was done by SSCP
technigue. The obtained results showed three banding patterns of A, B and C for SAR1B marker
sitein Lori-Bakhtiari sheep but it was monomorph in Zel sheep. For SEC24 gene, three banding
patterns of A, B and C were observed in both sheep breeds, but VDAC1 was monomorph in both
sheep breed. The effect of banding patterns of SARLB gene on fat-tail characteristics were
significant (P<0.001), so that the A banding pattern showed highest measurement of the upper
and lower, height and weight of fat-tail. The band patterns of SEC24A gene significantly
associated with fat-tail characteristics, and banding pattern of B showed highest values.
Considering the monomorphic pattern of SARLB gene in Zel sheep and polymorphic pattern in
fat-tailed Lori-Bakhtiary sheep, and also polyomorphic patterns of SEC24A gene in both breeds,
these two marker site could be considered as potential candidate genes affecting fat tail
characteristic in fat-tailed sheep breeds. More studies on different parts of these genes (exon,
intron, regulatory regions) and their association with fat-tail traits is recommended for
confirmation if the results.
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