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Fars, Marandi (9) and Mazandran (12) native chickens

sbly goi SelS s goi T C G A Gl Sl Agas dluss Cune>
SEEER eSS E YWY YO YWE W YUY ¥ X S
NISERIRL RARTERYRY O X U S0 SN 07/ S VAN (Vi ¢ o \ Sy
SRR oDV [XYE XY VYE WYY 5 Q Shssle

sl ool g il S Lase ls S8 51 opls 4 conitio
(V) lools 5 1y ls omst s yo arly oo yaiS

@ P Sse pl bl Sl Geren
S e il cbbaisS s lied e
5 ol g S bobe > 5 5 NiusS (heesls
555 0,3 (¥) ) S

slizme 4ol B (g loye (S0) 55 sladdllan >
Sl om £ VT gl cnl )3 A5 gy KO
2 cdyS 3 eolatwl 5y90 MDNA J S asl wyy
cassbls 0,5 5 3 Cuisble ¥Y 5 SNP FF ol
55 s 2Y o5 b s D-loop JIg S jasuie
Cosl &y a1 po (o2 (slag e (5)AS 50 P33
4)954.’ u_\wd.: K;M)).w el QLC)A dS M um 9
bblsmby)n )J.M’L;liﬁ>4)9s9 )A)BU’JSQ
(Mo (IS5 E50) T RY ol 55 L (5iaS (S5

(V) 5,

S M5 e ey Sk e ) S
05 Sl S 53 dg2e e S5 A alie sl
2 &S jeblen o i 1y bl wyiwd S ol ey
Ere b ooli Ee 2 a0l o) Sl el paete IS
Q;lil.} &).A 4)].)]95).; cj‘).:’o?.l.s 5@1).\3}[& ‘d.\l).o el
Ex 9 2w )RS (bmlydl (o (ST pgw) S
4 Gl (Seo pol cpl &5 350 gyl (So05 eyl
sl 4 glul o)l g (S cqelie S
o 8 ol dmgh ple cldlas > all el e
RFLP g, 4 45 (sladllas )3 Mao 3l 3939  Sleolis
pbol Gliso B35, MIDNA 20588 6 a4l (g9,
@ 1) (g8 wglB) o8 US> g0 465 o ccunsl 00l
(F) 55,5 ymn £ (o) slools plas csyole 22 e
d).)La Lice ™) )9]2:.;n L &S d)ip adllas BN W

R R L AN P R T )
solp o & W8S ass Wb pbol bl

1- Gallus gallus

2- Gallus Various

3- Gallus Laffayetti


http://dx.doi.org/10.29252/rap.7.14.185
http://rap.sanru.ac.ir/article-1-708-fa.html

[ Downloaded from rap.sanru.ac.ir on 2026-04-30 ]

[ DOI: 10.29252/rap.7.14.185 ]

VAY

WAD liwe) g sl 1V ojladds /psan Jlo old Cladg slouings

ABO986368(Shamo)
AFS512255(Qinyuan_maji)

ABO98678(Yamato-gunkei)

— ABOO774Z2(Madagascar_game)

. L ABOD9441(Thailand)

Fars

ABOO7720(Gallus__gallus_gallus)

DOQ482570(Laiwu_ Black)
4‘: ABOO7722{Nagoya-dori)
AN 3223500Wenshan_Mountain)

—— AYT704896(Azarbayjan)

— ABOO0T7723(White_leghorn)
AB263968(Silky)
EU329395(Gallus_sonnerati)
ABOO7719(Barred_plymouth_rock)
GU481096-105(Marandi)
JOQA407882 900(Mazandarani)

AFS512249(Nixi)

ABOO7718(Bankiva)

0.005

o S5l (B g ) (om0 ST s psi) 0D ST 4l (ealr) IS I (NS0 (53 513503) (S3shid Jlages -V S

gl (o ptos S ohen ) (5 Sl S )3 39290
Figure 1. Phylogentic tree (N-J tree) of mitochondrial consensus sequence of Fars native chicken and other chickens

available in Genbank with their accession numbers
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Abstract

Native chickens are considered as national genetic resources and their conservation is very
important from biodiversity aspects. The study of mitochondria genome in one breed and
comparing it with others can be a useful index for genetic diversity in that population. This
study carried out for determining the sequences of mitochondrial high variable 1 (HVR-1) of
D-loop region in Fars native chicken. Blood samples were collected randomly from 20 birds.
After extracting DNA from whole blood, the HVR-I region was amplified using specific
primers and then was sequenced. Totally, 12 sequences were obtained properly. After analyzing
of the sequences, three haplotypes were identified with 5 single nucleotide polymorphic sites
(SNP). These changes were mainly observed from nucleotides 217 to 446. After obtaining
similar mtDNA sequence from GenBank, phylogenetic tree was drawn. Phylogenetic results
indicated the Fars native chickens were clustered with Azerbaijan native, White Leghorn, Silky,
Sonneratii, Barred Plymouth Rock, Iranian Marandi and Mazandarani native chickens.
Therefore, we conclude that the Fars chicken might has some genetic similarities with these
chicken breeds.

Keywords: Mitochondrial Genome, Highly variable region | (HVR-I), Single Nucleotide
Polymorphism (SNP), Phylogenetic
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