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Figure 1. Bands of PCR products (left) and genotypes of SLC37A2 gene (right)

oy L Y S o (Slejshilan sla ) p 5 KL
b ly )l Jols GIS Y SE ) piomed Canlodds
IXWAY real 4 p.R12X b)S.Lo.c OIAS.é o 4 199_3),;
oA u"l"uj‘?’ Slalad o> 5 ¥ Jiw 20 (red Sl 04

ol 045 o0ld ul‘*‘"

Sl yglilan Jlod 9 4505 9 (b JIy
095 SHlyghilan oS g wjad 9 LY
SLC37A2 (5 93 0 lowd

JSS diz 0)ldige 5 cpliile 55 50 s 5)00 oSl
aslllas 3y50 sladiges 0 AB 5 AA g 40 5 029
o) slewss sy iliee b Ll ssalie


http://dx.doi.org/10.52547/rap.11.29.135
http://rap.sanru.ac.ir/article-1-1081-fa.html

[ Downloaded from rap.sanru.ac.ir on 2026-06-08 ]

[ DOI: 10.52547/rap.11.29.135 ]

WA liile 5 3)llose slasls 55 SLCITA2 35 olSuls 53 P.RIZX 3 ,Shes (i igs ool

10 £0 30 40 50 &0

SLC (REF) CCTGGACTCTCTGC TAACCCAGATGCCCACCTTCCCCTGCAGGTACCGAGCCTTCATCCT

L - T
L - T 1
70 g0 Y 100 110 1z0
SLC (REF) GCTCATCACCTTCTTAATCTACACCTGCTATCACATGTCCCGGAAGCCCATCAGTGTCOT
SLC (AB) e e e e e e e e e e e e e e
130 140 150 1e0 170 180

SLC (REF) CAAGGTGAGTCTGGCCCGGGGETAAGGAAGAATGCAGGACTGCTGGGCTCAGCAGAAATA
SLC (AA) e e e e e e e e e e e e e e .
SLC (AB)

150 Z0

SLC (REF) CGGAAATACTTCAGTAGCACAGC
SLC (AA) .
SLC (AE)

ai)S a5 300 askd g5 Ref . juij3y g L SLCITAZ 5 95 oyled (19351 )3 oid oamlie (slacaiss Jgv (65l smn =Y S
(p-R12X e J>=o) CIT eoSolj9 50 N (AC_000186) 5 il ;|
Figure 2. Sequence of genotyges observed in exon 2 of SLC37A2 gene aligned with reference sequence. Ref:
Sequence from Gene Bank (AC_000186), N: C/T heterozygote (position of p.R12X mutation).
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Figure 3. Confirmation of occurrence of p.R12X mutation in position 47 of SLC37A2 gene in Holstein and
Montbeliarde cattle. N: C/T heterozygote (position of p.R12X mutation)
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Table 3. Comparison of allelic and genotype frequencies of SLC37A2 between Holstein and Montbeliarde breeds
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Abstract

The aim of this study was to identify the lack of function mutation of p.R12X affecting
reproductive problems and abortion in SLC37A2 gene by PCR-SSCP and sequencing methods
in Holstein and Montbeliarde cows, For this purpose, 250 blood samples (150 Holstein and 100
samples of Montbeliarde) were prepared and DNA was extracted by kit. A pair of specific
primers was designed with Oligo7 software to amplify a fragment with length of 208 bp from
exon 2 of the SLC37A2 gene, which contains mutation. Genotyping was done by SSCP method
and allelic and genotypic frequencies and population genetic indices were calculated by
POPGEN software. In SLC37A2 locus, two AA and AB genotypes with frequencies of 98.7 and
1.3, and 86 and 14% were observed in Holstein and Montbeliarde breeds, respectively. Also,
SLC37A2 allelic frequencies in both Holstein and Montbeliarde for alleles A and B were
estimated to be 99.3, 0.7 and 93 and 7%, respectively. The Fischer's exact and Chi-square tests
for comparing allelic and genotypic frequencies between two populations showed that there was
a significant difference in allelic and genotypic frequencies between Holstein and Montbeliarde
population (P <0.05). After genotyping, a sample of each genotype was sequenced in both end
and the bioinformatics of the sequences obtained were performed with BioEdit software. The
results showed that in the AB genotype of SLC37A2 gene in Holstein and Montbeliarde cows
there was a lack of function mutation (p.R12X). Considering the role of p.R12X mutation in
reproductive defects and abortion in Montbeliarde cattle, the results of this study can be directly
used in the breeding programs to identify carrier animals and culling them from commercial and
rural herds.
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